
 

 

 

 

 

 
     

 
Anti- H2AFX (Histone H2A.x ) Polyclonal Antibody 

 
Synonym: H2AX 

 

Category: Polyclonal Antibody 

 

Catalog #: PAB2D052 

 

Species Reactivity:  Human 

 

Immunogen/Specificity: 

Polyclonal antibody produced in rabbits immunizing with a synthetic peptide corresponding to C-

terminal residues of human H2AFX (Histone H2A.x )  

 

Description:  H2AFX (Histone H2A.x ) replaces conventional H2A in a 

subset of nucleosomes. Nucleosomes wrap and compact DNA into chromatin, limiting DNA 

accessibility to the cellular machineries which require DNA as a template. Histones thereby play a 

central role in transcription regulation, DNA repair, DNA replication and chromosomal stability. DNA 

accessibility is regulated via a complex set of post-translational modifications of histones, also called 

histone code, and nucleosome remodeling. H2AFX (Histone H2A.x ) is required for 

checkpoint-mediated arrest of cell cycle progression in response to low doses of ionizing radiation 

and for efficient repair of DNA double strand breaks (DSBs) specifically when modified by C-terminal 

phosphorylation. 

The nucleosome is a histone octamer containing two molecules each of H2A, H2B, H3 and H4 

assembled in one H3-H4 heterotetramer and two H2A-H2B heterodimers. The octamer wraps 

approximately 147 bp of DNA. H2AFX interacts with numerous proteins required for DNA damage 

signaling and repair when phosphorylated on Ser-140. These include MDC1, TP53BP1, BRCA1 and 

the MRN complex, composed of MRE11A, RAD50, and NBN. Interaction with the MRN complex is 

mediated at least in part by NBN. Also interacts with DHX9/NDHII when phosphorylated on Ser-140. 

Phosphorylation at Tyr-143 (H2AXY142ph) by BAZ1B/WSTF determines the relative recruitment of 

either DNA repair or pro-apoptotic factors. Phosphorylation at Tyr-143 (H2AXY142ph) favors the 

recruitment of APBB1/FE65 and pro-apoptosis factors such as MAPK8/JNK1, triggering apoptosis. In 

contrast, dephosphorylation of Tyr-143 by EYA proteins (EYA1, EYA2, EYA3 or EYA4) favors the 

recruitment of MDC1-containing DNA repair complexes to the tail of phosphorylated Ser-140 

(H2AX139ph). 
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